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Leu 


Pin 

talU 


Cys 


Asp 


pi „ 
biy 




94 R 


180 










185 










i on 
i y u 










iyo 




24 7 


att 


agg 




a r r 


aaa 


atg 


-,4-4- 

a 1 1 


gtg 


aac 


aga 


rr+- 4- 

gtt 


aga 


act 


gat 


ttg 


ata 


DOZ 


248 


He 


Arg 


Asp 


He 


Lys 


Met 


Tip 
x ic 


Val 


Asn 


A rrr 
rii y 


1 

VdX 


raX y 


Th r 

1 llX 


-rlbp 


Leu 


Tip 

lie 




24 9 

Z- *4 .7 










200 










one, 
Z U 0 










o i n 
Z 1 u 






251 


agg 


ggt 






atg 


atg 


tea 


gtt 


ctt 


oa +- 

y at 


gtt 


caa 


gag 


a 4- 

atg 


ttg 


gga 


/ OU 


252 


Arg 


Gly 


Glu 


Asp 


Met 


Met 


Ser 


Val 


Leu 


Asp 


Val 


Gin 


Glu 


Met 


Leu 


Gly 




253 








215 










220 










225 








255 


ttg 


tea 


ttg 


ttg 


agt 


gat 


ace 


cga 


gga 


ttc 


gaa 


gtg 


att 


egg 


agt 


acg 


778 


256 


Leu 


Ser 


Leu 


Leu 


Ser Asp 


Thr 


Arg 


Gly 


Phe 


Glu 


Val 


He 


Arg 


Ser 


Thr 




257 






230 










235 










240 










259 


aat 


aga 


ggg 


ttt 


ccg 


ctt 


gtg 


ttg 


aac 


aag 


cct 


ccg 


act 


tta 


gca 


gga 


826 


260 


Asn Arg 


Gly 


Phe 


Pro 


Leu 


Val 


Leu. 


Asn 


Lys 


Pro 


Pro 


Thr 


Leu 


Ala 


Gly 




261 




245 










250 










255 












263 


ttg 


gca 


ttt 


gag 


cag 


get 


get 


tgg 


aga 


ttg 


gtt 


gag 


caa 


gat 


age 


atg 


874 


264 


Leu 


Ala 


Phe 


Glu 


Gin 


Ala 


Ala 


Trp Arg 


Leu 


Val 


Glu 


Gin 


Asp 


Ser 


Met 




265 


260 










265 










270 










275 




267 


aag 


get 


gtg 


atg 


gtg 


gag 


gaa 


gaa 


cct 


aaa 


aag 


agg 


gga 


ttt 


ttc 


teg 


922 
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RAW SEQUENCE LISTING DATE: 07/22/2003 

PATENT APPLICATION: US/09/553 , 431A TIME: 13:26:19 



Input Set : A:\Un900411.app 

Output Set: N:\Ckir4\G7222G03\lb5343lA.raw 

268 Lys Ala Val Met Val Glu Glu Glu Pro Lys Lys Arg Gly Phe Phe Ser 

269 280 285 290 

271 ttt ttt gga ggt tagtgatcga attcgttgaa tcgttgagtt gggtttgttt 974 

272 Phe Phe Gly Gly 

273 295 

275 tggtggagaa atgtgtcttg tttgttcatg taggagctgc tatgtgtcac ttgaaatgtt 1034 
277 atgtgtacag taagctgata aggattgttt taattcagtt ttcagagaga aaattagaat 1094 
279 tgtagcaact tttcatttga tcaattcaat tgtatttctt tggttcagtg atgaattttt 1154 
281 actcaaaatc aaaaaaaaaa aaaaaaaa 1182 

284 <210> SEQ ID NO: 4 

285 <211> LENGTH: 295 

286 <212> TYPE: PRT 

287 <213> ORGANISM: Tagetes erecta 

289 <400> SEQUENCE : 4 

290 Met Thr Ser Leu Arg Phe Leu Thr Glu Pro Ser Leu Val Cys Ser Ser 

291 15 10 15 

293 Thr Phe Pro Thr Phe Asn Pro Leu His Lys Thr Leu Thr Lys Pro Thr 

294 20 25 30 

296 Pro Lys Pro Tyr Pro Lys Pro Pro Pro lie Arg Ser Val Leu Gin Tyr 

297 35 40 45 

299 Asn Arg Lys Pro Glu Leu Ala Gly Asp Thr Pro Arg Val Val Ala lie 

300 50 55 60 

302 Asp Ala Asp Val Gly Leu Arg Asn Leu Asp Leu Leu Leu Gly Leu Glu 

303 65 70 75 80 

305 Asn Arg Val Asn Tyr Thr Val Val Glu Val Leu Asn Gly Asp Cys Arg 

306 85 • 90 95 

308 Leu Asp Gin Ala Leu Val Arg Asp Lys Arg Trp Ser Asn Phe Glu Leu 

309 100 105 110 

311 Leu Cys lie Ser Lys Pro Arg Ser Lys Leu Pro Leu Gly Phe Gly Gly 

312 115 120 125 

314 Lys Ala Leu Val Trp Leu Asp Ala Leu Lys Asp Arg Gin Glu Gly Cys 

315 130 135 140 

317 Pro Asp Phe lie Leu lie Asp Cys Pro Ala Gly lie Asp Ala Gly Phe 

318 145 150 155 160 

320 He Thr Ala He Thr Pro Ala Asn Glu Ala Val Leu Val Thr Thr Pro 

321 165 170 175 

323 Asp He Thr Ala Leu Arg Asp Ala Asp Arg Val Thr Gly Leu Leu Glu 

324 180 185 190 

326 Cys Asp Gly He Arg Asp He Lys Met He Val Asn Arg Val Arg Thr 

327 195 200 205 

329 Asp Leu He Arg Gly Glu Asp Met Met Ser Val Leu Asp Val Gin Glu 

330 210 215 220 

332 Met Leu Gly Leu Ser Leu Leu Ser Asp Thr Arg Gly Phe Glu Val He 

333 225 230 235 240 

335 Arg Ser Thr Asn Arg Gly Phe Pro Leu Val Leu Asn Lys Pro Pro Thr 

336 245 250 255 

338 Leu Ala Gly Leu Ala Phe Glu Gin Ala Ala Trp Arg Leu Val Glu Gin 

339 260 * 265 270 

341 Asp Ser Met Lys Ala Val Met Val Glu Glu Glu Pro Lys Lys Arg Gly 
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<210> SEQ ID NO 5 
<211> LENGTH: 30 

<212> TYPE: DNA^^ ~ ^ 

^S^RGANISMC^rtificiaT^quencr^ i . . 0_ . 

^22^yOTHER INFORMATION: : ^AJlfl P- 1 JLAA<fls J^f^^^ 

<400> SEQUENCE: 5 f Q 

ccgaattcga agcagcagca ctatcaatgg 30 



V 




RAW SEQUENCE LISTING ERROR SUMMARY 

PATENT APPLICATION: US/09/553 , 431A 



DATE: 07/22/2003 
TIME: 13:26:20 



Input Set : A:\Un900411.app 

Output Set; N:\CRF4\G7222003\I55343iA.raw 



Use of <220> Feature (NEW RULES) : 

Sequence (s) are missing the <220> Feature and associated headings. 

Use of <220> to <223> is MANDATORY if <213> ORGANISM is "Artificial Sequence" 
or"Unknown ! \ Please explain source of genetic material in <220> to <223> 
section (See "Federal Register," 6/01/98, Vol. 63, No. 104 ,pp. 29631-32) 
(Sec. 1.823 of new Rules) 



Seq#:5 
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VERIFICATION SUMMARY DATE: 07/22/2003 

PATENT APPLICATION: US/09/553 , 431A TIME: 13:26:20 

Input Set : A:\Un900411.app 

Output Set: N:\CRF4\G72220G3\l553431A.raw 

L:9 M:270 C: Current Application Number differs, Replaced Application Number 
L:10 M:271 C: Current Filing Date differs, Replaced Current Filing 'Date 
L:354 M:258 W: Mandatory Feature missing, <220> Tag not found for SEQ#:5, <213> 
ORGANISM:Artificial Sequence 

L:354 M:258 W: Mandatory Feature missing, <223> Tag not found for SEQ#:5, <213> 
ORGANISM:Artificial Sequence 

L:354 M:258 W: Mandatory Feature missing, <223> Blank for SEQ# : 5, Line# : 354 



file://C:\CRF4\Outhold\VsrI553431A.htm 



